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Overexpression of miR396 miRNAs Caused Flower 
Stigma Curved in Arabidopsis thaliana 
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Abstract: MicroRNAs (miRNAs) аге -21 nucleotide (nt), endogenous and encoding RNAs that play important regulatory 
roles in growth and development by targeting mRNAs for direct cleavage or translational repression in plants . To analyze the 
biological function of miR396, we placed two synthetic precursors, МІКЗ9ба or MIR396b, under the control of the en- 
hanced Cauliflower mosaic virus (CaMV) 355 promoter in a plant transformation vector (pOCA30) and transformed the 
constructs into Arabidopsis . Genetic analysis showed that flower stigmas of 355: MIR396 transgenic Arabidopsis were curve 
and siliques of miR396 transgenic plants were abnormal . In addition, Northern blot analysis showed that the miR396 miR- 
NAs and levels of MIR396 precursor transcripts were significantly increased in transgenic miR396 plants compared with 
control . These results strongly supported that miR396 played an important role in plant flower development . 
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Fig .1 Secondary structures of miR396 precursors 
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Fig .2 The flower stigma curved in 35$: miR396 Arabidopsis plants 
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Fig.3 Abnormal siliques in 355: miR396 Arabidopsis plants 
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Fig.4 Expression level of MIR396 (precursor) and miR396 in transgenic plants 


(T, , 40 days old) . For miRNA gel blots, 20р g of total RNA was used . Three replicated 


experiments were performed and the results were similar 
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